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1650 



610 



615 



620 



1652 Leu Asn Gin Lys Lys Gin Asp Phe Leu Phe Ser Thr Thr Thr Ser Lys 

1653 625 630 635 640 

1655 Gin Asp Leu Asp Asp Ser Gly Glu Asn Arg lie Val lie Glu Leu Ala 

1656 645 650 655 

1658 Glu Asp Ser Leu Val Leu lie Ser Gly Phe He Gin Leu Leu Ser Ala' 

1659 660 665 670 

1661 He Val Lys Asn Leu Asn Thr Lys Asn Glu Arg Ser Lys Glu He Lys 

1662 675 680 685 

1664 Ser Val Val Tyr Thr Arg Phe Ser Pro He He Lys Gly Phe Leu Lys 

1665 690 695 700 

1667 Phe Asp Asn Leu He Asn Gly Ser Arg Phe Leu Gin Val Asp Ala Ser 

1668 705 710 715 720 

1670 He Gin Ser Thr Asn Asn Pro Lys Phe He Asp Leu Pro Asn Val Phe 

1671 725 730 735 

1673 Val Ser Asp Asp Ser Arg He He Leu Thr Asn Leu He Leu Thr Phe 

1674 740 745 750 

.1676 Leu Gly Asp Phe Val Thr Asn Asp Ser Asp Pro Tyr He Arg Tyr Glu 
1677 755 760 765 

1679 He Trp Arg Leu Val Asp Arg Trp Met Tyr Gin Gly Leu His Ser Leu 

1680 770 775 780 

1682 Pro Glu Asp Lys Lys Asp Asp Ala Phe Arg His lie Lys Arg Lys Tyr 

1683 785 790 795 800 

1685 Asn Ser Lys Lys Asn Val Pro He Asn Gin Ala Phe Ser Thr Asn Leu 

1686 805 810 815 

1688 Thr His Leu Ser Gin He Gly Asn Phe Thr Val Leu Val Lys Lys Leu 

1689 820 825 830 

1691 Leu Thr Pro Tyr Ala Asp Ser Asn Glu Ala Phe Thr Lys Tyr Ser Leu 

1692 835 840 845 

1694 Leu Tyr Pro Cys Asp Leu Gly Leu Gly Tyr Arg Phe Asn Asn Gin Leu 

1695 850 855 860 

1697 Gly He Trp Pro Tyr He Glu Phe Leu Met Gin Asn Val Phe Ala Asn 

1698 865 870 875 880 

1700 Ser Gly Thr lie Ala Asn Lys Arg Asp Arg Val Asn Leu Gin Leu Asn 

1701 885 890 895 

1703 Leu Leu Glu Leu Phe Ser Asn Ala Leu Gin Gly Val Asp Trp Lys Phe 

1704 900 905 910 

1706 Leu lie Asp Val Ala Pro Lys He. He Arg Asp Leu Lys Asn Phe Asn 

1707 915 920 925 

1709 Gly lie Phe Asp Ser Leu lie Pro Gly Val Gin Leu Asp Phe Glu Val 

1710 930 935 940 

1712 Phe Val Lys Leu His His Ser Val Ala Val He Asn Tyr Leu Phe Glu 

1713 945 950 955 960 

1715 Asn Arg Thr Phe Ser Ala Leu Phe Lys Leu Val Asn He Gly Val Asp 

1716 965 970 975 

1718 Ser Val Asn Glu Ser Gly Glu Ser Ala Glu Leu Val Ser His Ala Leu 

1719 980 985 990 

1721 Gly Leu lie Asn Ser Leu Leu Arg Val Gin Asn Ser Phe He Asn Lys 

1722 995 1000 1005 
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1724 
1725 
1727 

E— > 172 
1730 
1731 
1733 
1734 
1736 
1737 
1739 
1740 
1742 

E— > 174 
174 
1746 
. 1748 
1749 
1751 
. 1752 
1754 
1755 
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E— > 1758 
1760 
1761 
1763 
1764 
1766 
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E— > 17731 
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1785 
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E— > 178 
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Leu Leu Pro lie Leu Arg Asn Lys Asp Thr Gin Gin Gin Leu His Arg 

1010 1015 1020 

Gly Thr Ala lie Gly lie Gly Thr Ser Met Ser Leu Ala Leu Ala Thr 
0 25) [{fig 1030 1035 1040 

ro Arg Thr lie Phe Asp Cys lie Tyr Tyr Pro Lys Asn Leu Gly Thr 
1045 1050 1055 

His Gly Val Ala Asp Phe Tyr Glu Val lie Leu Phe His Leu Ser Ala 

1060 1065 1070 

Val Val Gin Phe Ala Leu Tyr Val Ser Cys Glu Asn Thr lie Ser Asn 

1075 1080 1085 

Lys Ala lie Ser lie Leu Lys Gly Val Ser Gin Ser Lys Phe Phe Val 

1090 1095 1100 

Thx^Arg Val Ser Ser Ser Ala Asp Pro Leu Leu Asn Asn Asp Arg Leu 
ms)lloi 1110 1115 1120 

e Thr Thr Phe Glu Asn lie Asp Glu Ser lie Lys lie Lys Phe Ala 
1125 1130 1135 

Phe lie Asp Lys Phe Glu Glu Leu Glu Asp Ser Leu Asn Met Lys Tyr 

1140 1145 1150 

Glu lie Leu Asp Phe Val Leu Gly Asn Leu Asn Gin Phe Asp Gly Lys 

1155 1160 1165 

Val Ala Thr Thr Ala His Phe Leu Leu Gly Tyr Lys Val Lys Gly Asp 

1170 1175 1180 

Thr. Leu Asp Leu Val Gin Thr Asn Asp Gin Asn Thr Leu Leu Lys Ser 
185^ 1190 1195 1200 

Phe Leu Asn Thr Leu Ser lie Ser Leu Asp Leu lie Ser Glu lie Asp 

1205 1210 1215 

Tyr Asn Asn Gly Asn Asn His lie lie Asp Val Gly Pro Ala Lys Leu 

1220 1225 1230 

Ser Ser Leu lie Leu Gin lie Leu lie Lys Leu Cys Gin Asp Pro lie 

1235 1240 1245 

Ser Ser Ser lie Thr Leu Asn Gin Leu Arg Glu Tyr Glu Glu Leu Phe 

1250 1255 1260 

^LtKLys Leu Val Asn Cys Gin Pro Lys Leu Asp Leu Asn Thr Val Trp 
26S) 1270 1275 1280 

£ys Gly Asn Gin Phe Asp Gly Asp Leu Gin lie Asp Ala Ser Asn Val 

1285 1290 1295 

Phe Val Asp Asn Gin Ala Ser Thr Gin Ala Phe Phe Ser Phe lie Asn 

1300 1305 1310 

Gin Arg Asn Leu lie Leu Gin Tyr Leu Ser Leu Glu Phe His Ser Val 

1315 1320 1325 

Lys Ser Arg Thr Lys Arg Glu Tyr Tyr Ser Lys Val Leu Thr Asn Asp 
1330 1335 1340 

Glu Phe Val Asn Arg Thr Pro Lys Val Lea Thr Phe Leu Asn lie 
345^ 1350 ' 1355 1360 

Leu Asn Tyr. Ser Phe Lys Asn Phe Glu Val Gin Lys Tyr Glu Trp Leu 

1365 1370 1375 

Asp Gin Lys Phe Asn Val Ser Leu Leu Leu Ala Glu Val Asn Ala Gin 

1380 1385 1390 

Lys Asn Gly Thr Leu Asp Phe Ser Val Leu Thr Lys Val Phe Arg Leu 
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1797 1395 1400 1405 

1799 Leu Cys Gin Thr Ser Asn Leu lie Thr Pro Glu Ser Lys Gin Leu Phe 

1800 1410 1415 ' 1420 

1802 Ala Glu Glu He Met Val Glu Gly Ser Lys He Ser Asp Phe Val Thr 
E— > 1803(^25) 1430 1435 1440 

1805 Lys Tyr Leu Val Ser Thr Asp Leu Lys Asp Val Gin Leu Lys Cys Leu 
'1806 1445 1450 1455 

1808 His Ser Trp Cys Gin Leu He Glu He Leu Val Thr Asp Ser Gly He 

1809 1460 1465 1470 

1811 Asn Ser Leu Asn Phe He Leu Glu Val Leu Gin Val He He Pro Lys 

1812 1475 1480 1485 

1814 He Asn Asp Tyr Phe Asp Val Asp He Leu Phe Ser Glu Glu Met Val 

1815 1490 1495 1500 

1817 Spjz Leu Cys Val Leu Leu Phe Asp Leu Tyr Asp Gin Leu Thr Leu Ala 
E— > 1818(|05) 1510 1515 1520 

1820 Asp Arg Lys Gly Glu Asp Phe Ala Leu Gly He Glu Arg Leu He Pro 

1821 1525 1530 1535 

1823 Leu Phe Gin Thr Cys He Ala Gly He Leu Asn Ser Asn Ser Thr Pro 

1824 1540 1545 1550 

1826 Ser Leu Arg Ser Asp Leu Tyr Val Val Gly Asn Lys Phe Leu Leu Lys 

1827 1555 1560 1565 

1829 Cys Phe Glu Arg Glu Ser Phe Leu Lys Gin Val Met His He He Lys 

1830 1570 1575 1580 

1832 Ser Val Asp Lys Lys Phe Phe Gin Val He Cys Asn Asp Ala He Tyr 
E~> 1833(58|> 1590 1595 1600 

1835 Ser Glu Gly Pro Ser Arg He Thr Ser Thr Leu Phe Leu Glu Ser Leu 

1836 1605 1610 1615 

1838 Val His Leu Gly Thr Leu Val Lys Val Asp Phe lie Leu Asn Ala Leu 

1839 1620 1625 1630 

1841 He Lys Asn Asn Ala Leu Leu Leu Leu Val Arg Ser Val Lys Arg Thr 

1842 1635 1640 1645 

1844 Asp Ala Met He Lys Leu Cys Gin Glu Lys Asn Ser Gly Val Thr Leu 

1845 1650 1655 1660 

1847 A» His Phe He Phe Asp Leu Met Ala Phe Lys Ala Thr Leu Tyr Phe 
E— > 1848 (§6£> 1670 1675 1680 

1850 Phe Val Arg Val Ala Lys Ser Lys Asn Gly Ala Leu Gin Leu He Gin 

1851 1685 1690 1695 

1853 Asn Glu Leu Phe Ser He Leu His Gin Ser Lys Phe Leu Gin He Asp 

1854 1700 1705 1710 

1856 Pro Asp He Gly Leu Ser Leu Arg He Glu Glu Val Gin Asp His Lys 

1857 1715 1720 1725 

1859 Thr Val Asn Val Asn Val Leu Leu Asp Thr Pro Leu Ser He Thr Asp 

1860 1730 1735 1740 

1862 Val Asp Pro Tyr Lys Leu Arg Ser Glu Asn Thr He Ser Tyr Phe 

E— > 1863(745) 1750 1755 1760 

18 65 Phe Leu Val Pro He Phe Gin Leu Leu Thr Thr Val Leu Leu Ser 

1866 1765 1770 1775 

18 68 Met Gly Pro Asn Tyr Gin Pro Ala He He Gin Thr Arg Glu Leu Met 
1869 1780 1785 1790 
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T vr 


Ala 


Met 


Lys 


His 


Val 


Phe 


Gin 


Asp 


Ala 


3131 








20 










25 










30 






3133 


Gin 


Leu 


Gly 


Leu 


Ala 


Glv 


His 


Arg 


Lys 


Leu 


Val 


Val 


He 


Leu 


Lys 


Asn 


3134 
















40 










45 








3136 


v a -L 




T.wc: 


T . W Q 
ijj J 


Ala 


He 


Glu 


Leu 


Asn 


Gin 


He 


Asn 


Phe 


Phe 


Ala 


Met 


3137 














55 










60 










3139 




Phe 


Thr 


i-i _y o 


Leu 


Leu 


Ser 


Lys 


Val 


Leu 


Pro 


Leu 


Lys 


Arg 


Gly Val 


3140 












70 










75 










80 


3142 


T .^n 

JjCU 


ni. d 


o J- _y 


nop 


Arg 


He 


Val 


Lys 


Phe 


Cys 


Tvr 


Leu 


Phe 


Val 


Asn 


Gly 


3143 










85 










90 










95 




3145 


Leu 


Val 


Lys 


Asp 


AT 3 


Asn 


Glu 


Glu 


Lys 


Arg 


Ser 


Lys 


Glu 


Glu 


Glu 


Lys 


3146 








100 










105 










110 






3148 


Glu 


Glu 


Lys 


Asp 


Lys 


Asp 


Glu 


Asp 


Lys 


Asp 


Thr 


Asn 


Glu 


Ser 


Asp 


Lys 


3149 






115 










120 










125 








3151 


Asn 


Glu 


Glu 


Asp 


Gin 


Glu 


Asp 


Gin 


Glu 


Gly 


Glu 


Gly Asp Gin 


Glu 


Thr 


3152 




130 










135 










140 










3154 


Pro 


He 


Ser 


Glu 


Phe 


He 


Ser 


Tyr 


Leu 


T 1 p 

-L X C 


-U_y o 


Tyr 


Leu 


Leu 


Ser 


Gly 


3155 


145 










150 










155 










160 


3157 


He 


Glu 


Ala 


Lys 


Asp 


Lys 


Leu 


Val 


Arg 


Tyr 


Arg 


Val 


Val 


Gin 


Thr 


Leu 


3158 










165 










170 










175 




3160 


Ala 


Tyr 


Leu 


Val 


Glu 


Phe 


Leu 


Thr 


Glu 


He 


His 


Glu 


Asn 


Asn 


Thr 


Leu 


3161 








180 










185 










190 






JlUJ 


Glu 


Ala 


Leu 


Tyr 


Thr 


Leu 


Leu 


Ser 


Asn 


Arg 


Leu 


Gin 


Asp 


Lys 


Glu 


Leu 


3164 






195 










200 










205 








3166 


Ser 


He 


Arg 


He 


Gin 


Ala 


Val 


Val 


Ala 


Leu 


Ser 


His 


Phe 


Gin 


Leu 


Phe 


3167 




210 










215 










220 










3169 


Glu 


Phe 


Ser 


He 


Glu 


Gly 


Asp 


Thr 


Gly 


Glu 


Phe 


Glu 


Asp 


Glu 


Leu 


He 


3170 


225 










230 










235 










240 


3172 


Ser 


Ser 


Asn 


Gin 


He 


Gin 


Asn 


Lys 


Leu 


He 


Asn 


Ser 


He 


Gin 


Asn 


Asp 


3173 










245 










250 










255 




3175 


Asp 


Ser 


Pro 


Glu 


Val 


Arg 


Arg 


Ala 


Ala 


Leu 


Met 


Asn 


Leu 


Val 


Lys 


Thr- 


3176 








260 










265 










270 






3178 


Gin 


Asp 


Thr 


He 


Pro 


He 


Leu 


Leu 


Glu 


Arg 


Ala 


Arg Asp 


Ser 


Asn 


Ser 


3179 






275 










280 










285 
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3181 


lie 


Asn 


Arg 


Arg 


Leu 


Val 


Tvr 
y 


Ser 


Lys 


He 


Ala 


Arg 


Glu 


Leu 


He 


Thr 


3182 




290 










295 










300 










3184 


Asp 


Leu 


Asp 


Asp 


Leu 


Glu 


Phe 


Glu 


Asp 


Arg 


Glu 


Phe 


Leu 


Leu 


Lys 


Tro 
up 


3185 


305 










310 










315 










320 


3187 


Gly 


Leu 


Asn 


Asp 


Arg 


Asp 


Glu 


Thr 


Val 


Lys 


Ala 


Ala 


Ala 


Thr 


Lys 


Met 


3188 










325 










330 










335 




3190 


Leu 


Thr 


lie 


Tvr 
y 


Tro 


Tvr 


Gin 


Ser 


Val 


Asn 


Glu 


Asp 


Leu 


Leu 


Glu 


Leu 


3191 








340 










345 










350 






3193 


lie 


Asp 


Gin 


Leu 


Asn 


Val 


Lys 


Ser 


Ala 


He 


Ala 


Glu 


Gin 


Ala 


lie 


Leu 


3194 






355 










360 










365 








3196 


Ala 


Phe 


Phe 


Lys 


Asn 


Lys 


Pro 


Glu 


Val 


Leu 


Glu 


Thr 


lie 


Lys 


lie 


Asp 


3197 




370 










375 










380 










3199 


Glu 


Ser 


Tvr 


Tro 
1 1 p 


Lys 


Asn 


Leu 


Thr 


Thr 


Glu 


Lys 


Ala 


Phe 


Leu 


Met 


Arg 


3200 


385 










390 










395 










400 


3202 


Thr 


Phe 


Tvr 


Gin 


Tvr 
y 


Cys 


Asn 


Glu 


Asn 


Gin 


Leu 


His 


Ala 


Leu 


Met 


Asp 


3203 










405 










410 










415 




3205 


Ala 


Asn 


Phe 


Pro 


Glu 


Leu 


Leu 


Asp 


Leu 


Ser 


He 


Thr 


Leu 


Glu 


Lys 


Tvr 
y 


3206 








420 










425 










430 






3208 


Leu 


Ser 


Val 


Arg 


Leu 


Lys 


Thr 


He 


Asn 


Glu 


Asn 


Glu 


Asn 


Leu 


Val 


Lys 


3209 






435 










4 40 










445 








3211 


Thr 




Glu 


Thr 


Tvr 

x y i 


Asn 


Ala 


Lys 


He 


Asp 


Glu 


Leu 


Asp 


Asp 


Gin 


He 


3212 




4 50 










455 










460 










3214 


Phe 


Ser 


Leu 


Glu 


Asn 


Gin 


He 


Ser 


Arg 


He 


Asn 


Thr 


Asp 


Ala 


Asp 


Asn 


3215 


4 65 










470 










475 










480 


O 1 / 


.Flic: 


A r rr 


T .\7 c; 


u CI 


-LjC LI 


Qpr 

o Cl. 


Asn 


Hp 


ulU 


Ol u. 


A 

nop 


He 


He 


Glu 


He 


Asn 


J ^. 1 O 










4 8 S 

*i O .J 










4 90 

*1 Z? \J 










4 95 




1990 




Al ^ 
nl d 


T .\7 <5 

y 


A c-n 

nop 


T i 

iJCU 


Phe 


j-i _y o 


Lys 


Arg 


Hp 
iic; 


Lys 


Gin 


Leu 


Lys 


Asn 


Asn 


199~\ 

>J £. 1 








sno 










SOS 
•j \j *j 










510 






199^ 


Cpr 


oiy 


flcn 
no 1 1 


Lie u 




nop 




T 1 p 

lid 


Thr 


Glu 


Glu 


Asn 


Gin 


Glu 


He 


Ala 


199 A 






SI S 

-J 1 J 










s?n 

_J z. u 










525 








1996 


nop 


Gin 


lie 


Ly S 


Asp 


Phe 


Leu 


Met 


Glu 


Asp 


Leu 


Gin 


Gin 


Gin 


Leu 


Glu 


3227 




530 










535 










540 










O £^ Zf 


Bon 
nop 


T 1 p 


A n 

no 1 1 


jjy □ 


Asn 


Leu 


Asp 


Glu 


He 


Glu 


His 


His 


Pro 


Glu 


Asp 


lie 


3230 


S4 5 










550 










555 










560 


•J -J 


Thr 
1 1 1 j. 


Al a 


T .\/ q 
iiy o 






Glu 


Leu 


Gin 


Thr 


Lys 




Asp 


Ser 


Cys 


He 


Arg 


3233 










565 










570 










575 




3235 


Ala 


Leu 


Glu 


Thr 


Thr 


Ser 


Glu 


Leu 


Lys 


He 


Gin 


Thr 


Val 


Gin 


He 


Phe 


3236 








580 










585 










590 






3238 


Glu 


Gin 


Glu 


His 


Glu 


Asn 


Asp 


Cys 


He 


Pro 


Phe 


Val 


Asp 


Ala 


Leu 


Lys 


3239 






595 










600 










605 








3241 


Glu 


Leu 


Glu 


Phe 


He 


He 


Asn 


Gin 


Leu 


Leu 


Leu 


He 


Val 


Lys 


Asp 


Phe 


3242 




610 










615 










620 










3244 


Asp 


Tyr 


Gly 


Asp 


Glu 


Met 


Ala 


Arg 


Arg 


Lys 


Leu 


Leu 


His 


He 


He 


Arg 


3245 


625 










630 










635 










640 


3247 


Met 


Thr 


Leu 


Thr 


Glu 


Asp 


Lys 


Leu 


Pro 


Asp 


Ala 


Leu 


lie 


Ser 


Val 


Ala 


3248 










645 










650 










655 




3250 


Leu 


Arg 


Val 


Leu 


Arg 


Ala 


Leu 


Ser 


He 


Asn 


Glu 


Lys 


Asp 


Phe 


Val 


Ser 


3251 








660 










665 










670 






3253 


Met 


Ala 


Val 


Glu 


He 


He 


Thr 


Asp 


lie 


Arg 


Asp 


Ser 


Arg 


Asp 


Asp 


Glu 
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3254 






675 










680 










685 








3256 


Glu 


Phe 


His 


Ser 


Ala 


Ala 


Ala 


Thr 


Phe 


Asp 


Asp 


Asp Asp 


Asp Asp 


He 


3257 




690 










695 










700 










3259 


Leu 


Gly Asn 


Gly 


Asp 


Asp 


Glu 


Ser 


Gin 


Gin 


Ser 


Ser 


Ser 


Leu 


Ser 


Ala 


3260 


705 










710 










715 










720 


3262 


Val 


Thr 


Lys 


Lys 


Arg 


Arg 


He 


Glu 


Pro 


Asp 


Met 


Pro 


Pro 


Asp 


Asp 


He 


3263 










725 










730 










735 




3265 


Val 


Leu Arg 


Cys 


Leu 


Thr 


Met 


Thr 


Gin 


Tvr 


Val 


Leu 


Glu 


Val 


He 


Thr 


3266 








740 










745 










750 






3268 


His 


Ser 


Leu 


Asp 


Asp 


His 


Leu 


Ser 


Leu 


Ser 


Ser 


He 


Tvr 


Ser 


Glv 


He 


3269 






755 










760 










765 








3271 


Val 


Asn 


Tyr 


Ala 


He 


Gin 


Asn 


Glu 


Ser 


Lys 


Lys 


Lys 


Leu 


Tvr 


Leu 


Ala 


3272 




770 










775 










780 










327 4 


Gly 


Leu 


Thr 


Cys 


Leu 


Glv 


Leu 


Tvr 


Ser 


Leu 


He 


Asp 


Ser 


Lys 


He 


Ala 


3275 


785 










790 










795 










800 


3277 


Arg 


He 


Ala 


Thr 


Thr 


Thr 


Leu 


Leu 


Leu 


Ala 


Met 


Arg 


Ser 


Asn 


Gly 


Glu 


3278 










805 










810 










815 




3280 


Glu 


Val 


Lys 


Glu 


He 


Gly 


Met 


Lys 


Ala 


He 


Val 


Asp 


He 


Leu 


Ala 


He 


3281 








820 










825 










830 






3283 


Tvr 


Gly Met 


Ser 


He 


Leu 


Asp 


Lys 


Ser 


Ser 


Lys 


Tvr 
j 


Lys 


Tyr 


Ser 


Arg 


3284 






835 










840 










845 








^28 6 


Met 


Phe 


Phe 


Lys 


Val 


Leu 


Asn 


Ser 


Phe 


Asp 


Ala 


Pro 


Lys 


Leu 


Gin 


Cys 


3287 




850 










855 










860 










3289 


lie 


Val 


Ala 


Glu 


Gly 


Leu 


Cys 


Lys 


Leu 


Phe 


Leu 


Ala 


Asp 


He 


Leu 


Tyr 


^?90 


O v J 










870 










875 










880 


z> 


j 


Thr 


Asp 


-Ll_Y O 


Arg 


Ser 


Leu 


Phe 


Gly 


Asn 


Ala 


He 


Gin 


Gly Gly Gly 


o y o 










OO J 










R QO 










895 




19 Q s 
o c. y *j 


ft! V 


Gly 


Gly 


C\ \7 

uiy 




Zicn 
noli 


A 




Pro 


Thr 


Thr 


Thr 


Asn 


Asp 


Asp 


Glu 


3296 








900 










905 










910 






19 Qfi 


Thr 


Glu 


Glu 




Thr 


Asp 


Arg 


Glu 


His 


Glu 


Lys 


His 


Leu 


Phe 


Glu 


Ala 








915 










920 










925 








110 1 


He 


Val 


Leu 


He 


Tvr 
i yi 


Phe 


Asn 


Pro 


Asn 


Thr 


Lys 


Ser 


Asn 


Gin 


Glu 


Leu 


O -OK) 




930 










935 










940 










_) _> U *3 


Gin 


Gin 


He 


T .f^n 

IjCU 


Ser 


Phe 


Cys 


He 


Prn 


Val 


Tyr 


Ala 


Phe 


Ser 


His 


He 


J J U J 


945 










950 










955 










960 


j ju / 


Asn 


His 


Gin 


He 


Asn 


Leu 


Ala 


Ala 


Val 


Ser 


Gly 


Asp 


Val 


He 


Tyr 


Arg 


3308 










965 










970 










975 




3310 


Leu 


Phe 


Thr 


Glu 


Thr 


Glu 


Thr 


Glu 


Leu 


Ser 


Pro 


Ser 


Val 


He 


He 


Pro 


3311 








980 










985 










990 






3313 


Gin 


Leu 


He 


Ser 


Trp 


Cys 


Asp 


Pro 


Arg 


Asn 


Leu 


Val 


Lys 


Leu 


Ser 


Asn 


3314 






995 








1000 








1005 








3316 


Glu 


Glu 


He 


Asn 


Gin 


Ala 


Thr 


Ser 


His 


Leu 


Trp 


Gin 


Cys 


Val 


Tyr 


Leu 


3317 


1010 








1015 








1020 










3319 


Leu 


Gin 


Val 


Val 


Glu 


Gin 


Val 


Asp 


Ala 


Arg 


Asn 


Val 


Lys 


Arg 


Cys 


He 


332^ 


"02^ 








1030 








1035 








1040 


3322 


Tle - 


Asn 


Asn 


Leu 


Asn 


Lys 


Phe 


His 


He 


Thr 


Glu 


Glu 


Leu 


Glu 


Ser 


Asn 


3323 








1045 








1050 








1055 




3325 


Gln 


Leu 


Gin 


Ala 


Leu 


He 


Lys 


Ala 


Leu 


Asp 


Ala 


Thr 


Val 


Glu 


Leu 


Phe 



3326 1060 1065 1070 
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3328 Thr Asn Asn Glu Asp Asn Pro Asn Phe lie Leu Asp Lys Pro Thr Lys 

3329 1075 • 1080 1085 

3331 Lys Asn Phe Asp Thr Phe lie Glu Ser lie Lys Asn Lys Leu Glu lie 

3332 1090 1095 1100 

3334 Al^Gln Lys Arg Glu Glu Asn Glu Leu lie Lys Ser Gly Thr Asn Ser 
E~> 33350.6s) 1110 1115 1120 



E — > 



3337 
3338 
3340 
3341 
3343 
3344 
3346 
3347 
3349 
335 
3352 
3353 
3355 
3356 
3358 
3359 
3361 
3362 
3464 
3465 
3466 
/?|<K£ 34 67 
r . 3469 
QxjCV)$ 3470 

%l 

* r2 3474 

\3478 
2^80 
E— > 3484 



7 TteLeu His Glu Leu Asp Asp Leu Asp lie Gly Thr" Gly Glu Ser Ser 



1125 



1130 



1135 



Gin lie Ser lie Lys Ser Glu Thr Lys Arg Arg Asp Leu Asp Arg Ser 



1140 



1145 



1150 



Leu Gin Val Ser Lys Thr Thr Ser Pro Glu Thr Ser Glu Asn Glu Asp 



1155 



1160 



1165 



Glu Glu Asp Asp Asn Glu Glu Glu Glu Gin Glu Lys Lys Lys Ser Phe 



1170 



1175 



1180 




Asp Gly Lys Asn Lys Leu Glu Leu Lys Ala Asp Lys Pro lie Thr 



1190 



1195 



1200 



Lys Ala Glu Asp -Lys Arg Glu Gly Ser Val Glu Thr Asp His Gly 



1205 



1210 



1215 



Gin Glu Gin Val Leu Val Glu Ser Lys Lys Val lie Asp Ser Asn Val 



1220 



1225 



1230 



Glu Asp Ser Leu Glu Asp lie Asp Lys Phe Leu Glu Glu Ala Asp Asp 



1235 



1240 



1245 



11> LENGTH : (2sT) Q/O 
12> TYPE: DNA ' 



Val Asp Tyr Gly Asp lie Ser Met Asp 

1250 1255 
<210> SEQ ID NO^_25^ 
<2 
<2 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Homologous 

Fragment to Sc YOR110 
<400> SEQUENCE: 25 

atatgtgttg atagttacac atgcagcaac gaaaattgct ttaggatcag ctttattaca 60 
gttaaaatca gttactgatg ttatagatga taatcaaact gtgttacgtg ctggtgcatg 120 
ttcattatcc aaatttgtta gagatggcga agataaaacc aatcatacta ttcaatggaa 180 
aattgtcatg aatggtaatt gtgaattctt gacacagggt gaagaaatga a 
^•aaa gag att gga atg aaa get att gtg gat ata ttg gca att 





3485 


Glu 


Val 


Lys 


Glu 


He 


Gly 


Met 


Lys 


Ala 


He 


Val 


Asp 


He 


Leu 


Ala 


Tie 


w— > 


3486 








820 










825 










830 






E— > 


3488 


tat 


ggt 


atg 


agt 


att 


ctt 


gat 


aaa 


tea 


tct 


aaa 


tac 


aaa 


tat 


tea 


aga 




3489 


Tyr 


Gly 


Met 


Ser 


He 


Leu 


Asp 


Lys 


Ser 


Ser 


Lys 


Tyr 


Lys 


Tyr 


Ser 


Arg 


W~> 


3490 






835 










840 










845 








E— > 


3492 


atg 


ttt 


ttc 


aaa 


gtt 


tta 


aat 


tea 


ttt 


gat 


gca 


cca 


aaa 


tta 


caa 


tgc 




3493 


Met 


Phe 


Phe 


Lys 


Val 


Leu 


Asn 


Ser 


Phe 


Asp 


Ala 


Pro 


Lys 


Leu 


Gin 


Cys 


W — > 


3494 




850 










855 










860 










E~> 


3496 


att 


gtc 


get 


gaa 


gga 


tta 


tgc 


aaa 


ttg 


ttt 


tta 


gee 


gat 


att 


ttg 


tac 




3497 


He 


Val 


Ala 


Glu 


Gly 


Leu 


Cys 


Lys 


Leu 


Phe 


Leu 


Ala 


Asp 


He 


Leu 


Tyr 


W— > 


3498 


865 










870 










875 










880 


E— > 


3500 


aag 


act 


gac 


aaa 


egg 


agt 


tta 


ttt 


gga 


aat 


get 


att 


caa 


ggt 


ggt 


ggt 





2640 



2688 
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3501 


Lys 


Thr 


Asp 


Lys 


Arg 


Ser 


Leu 


Phe 


Glv 


Asn 


Ala 


He 


Gin 


Glv 


Gly 


Glv 


w- 


-> 


3502 










885 










890 










895 




E- 


-> 


3504 


ggt ggt 


CTdfc 

yy 


yy u 


yy u 


aat 


gat 


gat 


cca 


act 


acc 


acc 


aat 


gac 


gat 


gaa 






3505 


Gly Gly 


Gly 


Glv 


Glv 


Asn 


Asp 


Asp 


Pro 


Thr 


Thr 


Thr 


Asn 


Asp 


Asp 


Glu 


W- 


-> 


3506 








900 










905 










910 






E- 


-> 


3508 


act 


gaa 


gaa 


gaa 


aca 


gat 


cga 


cracr 
y ^y 


cat 


Gaa 


aaa 

any 


cat 


tta 


ttt 


era a 


y wy 






3509 


Thr 


Glu 


Glu 


Glu 


Thr 


Asp 


Arg 


Glu 


His 


Glu 


Lys 


His 


Leu 


Phe 


Glu 


Ala 


W- 


-> 


3510 






915 










920 










925 








E- 


-> 


3512 


att 


gta 


ctt 


att 


tat 


ttc 


aac 


ccc 


aac 


acc 


aaa 


tea 


aat 


caa 


caa 

y 


tta 






3513 


lie 


Val 


Leu 


He 


Tvr 


Phe 


Asn 


Pro 


Asn 


Thr 


Lvs 


Ser 


Asn 


Gin 


Glu 


Leu 


W- 


-> 


3514 




930 










935 










940 










E- 


-> 


3516 


caa 


caa 


att 


ttg 


tea 


ttt 


tgt 


att 


cca 


gtt 


tat 


gee 


ttt 


tct 


cat 


ata 






3517 


Gin 


Gin 


lie 


Leu 


Ser 


Phe 


Cys 


He 


Pro 


Val 


Tvr 


Ala 


Phe 


Ser 


His 


He 


W- 


_> 


3518 


945 










950 










955 










960 


E- 


-> 


3520 


aat 


cat 


caa 


ate 


aat 


tta 


get 


gca 


att 

y u u 


agt 


ggt 


gat 


gtt 


att 


tat 


caa 

^-y » 






3521 


Asn 


His 


Gin 


He 


Asn 


Leu 


Ala 


Ala 


Val 


Ser 


Gly 


Asp 


Val 


He 


Tvr 


Ara 


W- 


— > 


3522 










965 










970 










975 




E- 


— > 


3524 


ctt 


ttc 


act 


gaa 


aca 


gaa 


aca 


gaa 


tta 


tea 


cca 


agt 


gtt 


ata 


ate 


cct 






3525 


Leu 


Phe 


Thr 


Glu 


Thr 


Glu 


Thr 


Glu 


Leu 


Ser 


Pro 


Ser 


Val 


He 


He 


Pro 


w- 


-> 


3526 








980 










985 










990 






E- 


-> 


3528 


caa 


tta 


ata 


tea 


tgg 


tgt 


gat 


cct 


cga 


aat 


tta 


gtt 


aaa 


tta 


teg 


aat 






3529 


Gin 


Leu 


He 


Ser 


Trp 


Cys 


Asp 


Pro 


Arg 


Asn 


Leu 


Val 


Lys 


Leu 


Ser 


Asn 


W- 


-> 


3530 






995 








1000 








1005 








E- 


-> 


3532 


gag 


gaa 


ata 


aat 


caa 


gca 


aca 


tea 


cat 


tta 


tgg 


caa 


tgt 


gtt 


tat 


tta 






3533' 


Glu 


Glu 


lie 


Asn 


Gin 


Ala 


Thr 


Ser 


His 


Leu 


Trp 


Gin 


Cys 


Val 


Tyr 


Leu 


W- 


-> 


3534 


1010 








1015 








1020 










E- 


-> 


3536 


tta 


caa 


gtg 


gtt 


gaa 


caa 


gta 


gat 


get 


cgt 


aat 


gtt 


aaa 


aga 


tgc 


ate 






3537 


Leu 


Gin 


Val 


Val 


Glu 


Gin 


Val 


Asp 


Ala 


Arg 


Asn 


Val 


Lys 


Arg 


Cys 


He 


w- 


-> 


3538 


1025 






1030 








1035 








1040 


E- 


-> 


3540 


att 


aac 


aat 


ttg 


a 


























2784 



2832 



2880 



2928 



2976 



3024 
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VERIFICATION SUMMARY DATE: 08/15/2001 

PATENT APPLICATION: US/09/786,880 TIME: 08:37:32 

Input Set : A:\16655PCl.APP.txt 

Output Set: N:\CRF3\08132001\I786880.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:1728 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 11 r 
M:332 Repeated in SeqNo=ll 

L:1903 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:12 

L:1903 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:12 
L:1903 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:12 

L:1905 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:12 

L:1905 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:12 
L:1905 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:12 

L:1907 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:12 

L:1907 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:12 

L:1907 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:12 

L:2219 M:258 W: Mandatory Feature missing, <220> FEATURE: ^ 

L:3320 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:21 r — 

M:332 Repeated in SeqNo=21 ^ 



L: 


:3484 


M: 


254 


E: 


No. of Bases conflict, LENGTH : Input : 


;2496 Counted:273 SEQ:25 


L; 


:3486 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


M: 


:254 : 


Repeated 


in SeqNo : 


=25 


















L: 


:3490 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L: 


;3494 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L; 


:3498 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID; 


:25 


L: 


:3502 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L : 


:3506 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L : 


;3510 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L : 


:3514 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L: 


:3518 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L: 


:3522 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L: 


:3526 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L: 


:3530 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


:25 


L: 


:3534 


M: 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L: 


:3538 


M:336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID: 


;25 


L: 


:3540 


M: 


252 


E: 


No. of Seq. differs, <211>LENGTH : Input : 231 


Found: 910 SEQ: 25 
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<210> 12 
<211> 575 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe 
<400> 12 

gtttggtgac tcaacctacc accaatcgat ttacactctt cataagttct ctagtttgaa 60 
taattgcagg ttgataattt ggtcccattg acaataacac tgttgtaagt agctgaaata 120 
ttggtacaag gaactcaaaa tatgatatag tgttttcact tcgcaacttg tatggatcca 180 
ccaagtcagt tatcgaaagt ggagtatcta gcaaaacatt tacattgaca gtcttgtgat 240 
cttgaacttc ttcaattcgt aaacttaaac caatatctgg atcaatctgc aaaaacttcg 300 
actgatgcaa aattgaaaac aattcatttt ggaatca^nn^n^^a^)h^ aaaaaaatat 360 
atatt^t^tt tttttttttt tt^ttt^ttt tttattttat cttaca^ac accccaacac 420 ^3^^" ^ 
aacacccaac cc^aaaacac ccaacacctc catcttgtcc cgcttttctc tcacattttt 480 
tctctactac tatcacacaa tctataaaac atacaccccc tcaacccctc ctccccaaca 540 
aacctacctc cctcaactcc tatttcctcc cttcc 575 



J&4 




Use of n and/or Xaa has been detected in the Sequence Listing. 
<f Review the Senuence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields ot 
each sequence using n or Xaa. 



<210> 16 
<211> 484 
<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Splice Variant ^JLt^L^\jL^\ 



<400> 16 



